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Enterococcus faecalis
Selenomonas sp. oral taxon 136

Parascardovia denticolens
Selenomonas sp. oral taxon 478

Ndongobacter massiliensis
Treponema phagedenis

[Haemophilus] ducreyi
Selenomonas ruminantium

Eubacterium limosum
Gardnerella vaginalis

Eggerthella lenta
Bifidobacterium breve

Bifidobacterium dentium
Desulfovibrio fairfieldensis

Bifidobacterium longum
Lachnoclostridium sp. YL32

Blattabacterium cuenoti
Selenomonas sputigena

Clostridium sp. JN−9
Desulfomicrobium orale

Rothia mucilaginosa
Leptotrichia wadei

Gemella haemolysans
Corynebacterium matruchotii

Rothia aeria
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Streptococcus sp. oral taxon 431
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Aggregatibacter aphrophilus
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Cardiobacterium hominis

Streptococcus sp. oral taxon 064
Neisseria elongata
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Neisseria meningitidis
Neisseria sp. oral taxon 014

Rothia dentocariosa
Gemella sanguinis
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